Diffraction quality of protein crystals depends on periodicity of its molecular skeleton. Inspection of PDB shows that only 20 % of crystal mass is enough to form a rigid skeleton of protein molecules responsible for diffraction. Protein crystals remind high-tech modern buildings relying on the framed skeleton strong in tension and compression. Therefore, the development of tools enforcing protein molecules to adhere each other in the required unique way is important. Crystallographer has several rational ways how suppress improper deposition of molecules leading to "amorphous" precipitant.
